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SEQUENCE LISTING 

<110> YOUSUKE, EBINA 

TOSHIYUKI, OBATA 

MEDICAL AND BIOLOGICAL LABORATORIES CO. , LTD. 
<120> METHOD FOR DETERMINATION OF INSULIN^CEPTOR ALPHA SUBUNIT 

v. 



<130> M3-A0301Y1P ^ 

<150> JP 2003-121955 o^^^ 
<151> 2003-04-25 



<150> JP 2003-433303 
<151> 2003-12-26 

<160> 2 



<170> PatentIn version 3. 1 



<210> 1 

<211> 2859 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> sig_peptide 

<222> (1)..(81) 
<223> 



<220> 

<221> CDS 

<222> (1) . . (2859) 

<223> 



<220> 
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<221> mat_peptide 
<222> (82).. (926) 
<223> 

<400> 1 

atg ggc acc ggg ggc egg egg ggg gcg gcg gcc gcg ccg ctg ctg gtg 48 
Met Gly Thr Gly Gly Arg Arg Gly Ala Ala Ala Ala Pro Leu Leu Val 
-25 -20 -15 

gcg gtg gcc gcg ctg eta ctg ggc gcc gcg ggc eac ctg tac ccc gga 96 
Ala Val Ala Ala Leu Leu Leu Gly Ala Ala Gly His Leu Tyr Pro Gly 
-10 -5 -11 5 

gag gtg tgt ccc ggc atg gat ate egg aac aac etc act agg ttg cat 144 
Glu Val Cys Pro Gly Met Asp lie Arg Asn Asn Leu Thr Arg Leu His 
10 15 20 

gag ctg gag aat tgc tct gtc ate gaa gga eac ttg cag ata etc ttg 192 
Glu Leu Glu Asn Cys Ser Val He Glu Gly His Leu Gin He Leu Leu 
25 30 35 

atg ttc aaa acg agg ccc gaa gat ttc cga gac etc agt ttc ccc aaa 240 
Met Phe Lys Thr Arg Pro Glu Asp Phe Arg Asp Leu Ser Phe Pro Lys 
40 45 50 

etc ate atg ate act gat tac ttg ctg etc ttc egg gtc tat ggg etc 288 
Leu He Met He Thr Asp Tyr Leu Leu Leu Phe Arg Val Tyr Gly Leu 
55 60 65 

gag age ctg aag gac ctg ttc ccc aac etc acg gtc ate egg gga tea 336 
Glu Ser Leu Lys Asp Leu Phe Pro Asn Leu Thr Val He Arg Gly Ser 
70 75 80 85 

cga ctg ttc ttt aac tac gcg ctg gtc ate ttc gag atg gtt eac etc 384 
Arg Leu Phe Phe Asn Tyr Ala Leu Val He Phe Glu Met Val His Leu 
90 95 100 
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aag gaa etc ggc etc tae aac etg atg aae ate ace egg ggt tet gtc 432 
Lys Glu Leu Gly Leu Tyr Asn Leu Met Asn He Thr Arg Gly Ser Val 
105 110 115 

cge ate gag aag aae aat gag etc tgt tae ttg gee act ate gae tgg 480 
Arg He Glu Lys Asn Asn Glu Leu Cys Tyr Leu Ala Thr He Asp Trp 
120 125 130 

tec cgt ate etg gat tec gtg gag gat aat cac ate gtg ttg aae aaa 528 
Ser Arg He Leu Asp Ser Val Glu Asp Asn His He Val Leu Asn Lys 
135 140 145 

gat gae aae gag gag tgt gga gae ate tgt ccg ggt aec geg aag ggc 576 
Asp Asp Asn Glu Glu Cys Gly Asp He Cys Pro Gly Thr Ala Lys Gly 
150 155 160 165 

aag ace aac tgc ccc gcc acc gtc ate aac ggg cag ttt gtc gaa ega 624 
Lys Thr Asn Cys Pro Ala Thr Val He Asn Gly Gin Phe Val Glu Arg 
170 175 180 

tgt tgg act cat agt cac tgc cag aaa gtt tgc ccg acc ate tgt aag 672 
Cys Trp Thr His Ser His Cys Gin Lys Val Cys Pro Thr He Cys Lys 
185 190 195 

tea cac ggc tgc ace gee gaa ggc etc tgt tgc cac age gag tgc etg 720 
Ser His Gly Cys Thr Ala Glu Gly Leu Cys Cys His Ser Glu Cys Leu 
200 205 210 

ggc aae tgt tct cag cec gae gae eee aec aag tgc gtg gcc tgc cge 768 
Gly Asn Cys Ser Gin Pro Asp Asp Pro Thr Lys Cys Val Ala Cys Arg 
215 220 225 

aac tte tac etg gae ggc agg tgt gtg gag aec tgc ccg eee ccg tae 816 
Asn Phe Tyr Leu Asp Gly Arg Cys Val Glu Thr Cys Pro Pro Pro Tyr 
230 235 240 245 
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tac cac ttc cag gac tgg cgc tgt gtg aac ttc age ttc tgc cag gac 864 
Tyr His Phe Gin Asp Trp Arg Cys Val Asn Phe Ser Phe Cys Gin Asp 
250 255 260 

ctg cac cac aaa tgc aag aac teg egg agg cag ggc tgc cac caa tac 912 
Leu His His Lys Cys Lys Asn Ser Arg Arg Gin Gly Cys His Gin Tyr 
265 270 275 

gtc att cac aac aac aag tgc ate cct gag tgt ccc tec ggg tac acg 960 
Val He His Asn Asn Lys Cys He Pro Glu Cys Pro Ser Gly Tyr Thr 
280 285 290 

atg aat tec age aac ttg ctg tgc acc cca tgc ctg ggt ccc tgt ccc 1008 
Met Asn Ser Ser Asn Leu Leu Cys Thr Pro Cys Leu Gly Pro Cys Pro 
295 300 305 

aag gtg tgc cac etc eta gaa ggc gag aag aec ate gac teg gtg acg 1056 
Lys Val Cys His Leu Leu Glu Gly Glu Lys Thr He Asp Ser Val Thr 
310 315 320 325 

tet gee eag gag etc ega gga tgc ace gtc ate aac ggg agt ctg ate 1104 
Ser Ala Gin Glu Leu Arg Gly Cys Thr Val He Asn Gly Ser Leu He 
330 335 340 

ate aac att ega gga ggc aac aat ctg gca get gag eta gaa gee aac 1152 
He Asn He Arg Gly Gly Asn Asn Leu Ala Ala Glu Leu Glu Ala Asn 
345 350 355 

etc ggc etc att gaa gaa att tea ggg tat eta aaa ate cgc ega tec 1200 
Leu Gly Leu He Glu Glu He Ser Gly Tyr Leu Lys He Arg Arg Ser 
360 365 370 

tac get ctg gtg tea ett tee ttc ttc egg aag tta cgt ctg att ega 1248 
Tyr Ala Leu Val Ser Leu Ser Phe Phe Arg Lys Leu Arg Leu He Arg 
375 380 385 
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gga gag acc ttg gaa att ggg aac tac tec ttc tat gcc ttg gac aac 1296 
Gly Glu Thr Leu Glu He Gly Asn Tyr Ser Phe Tyr Ala Leu Asp Asn 
390 395 400 405 

cag aac eta agg cag etc tgg gac tgg age aaa eae aac etc ace acc 1344 
Gin Asn Leu Arg Gin Leu Trp Asp Trp Ser Lys His Asn Leu Thr Thr 
410 415 420 

act cag ggg aaa etc ttc ttc eac tat aac ccc aaa etc tgc ttg tea 1392 
Thr Gin Gly Lys Leu Phe Phe His Tyr Asn Pro Lys Leu Cys Leu Ser 
425 430 435 

gaa ate eac aag atg gaa gaa gtt tea gga acc aag ggg cgc cag gag 1440 
Glu He His Lys Met Glu Glu Val Ser Gly Thr Lys Gly Arg Gin Glu 
440 445 450 

aga aac gac att gcc ctg aag acc aat ggg gac aag gca tec tgt gaa 1488 
Arg Asn Asp He Ala Leu Lys Thr Asn Gly Asp Lys Ala Ser Cys Glu 
455 460 465 

aat gag tta ctt aaa ttt tct tac att egg aca tet ttt gac aag ate 1536 
Asn Glu Leu Leu Lys Phe Ser Tyr He Arg Thr Ser Phe Asp Lys He 
470 475 480 485 

ttg ctg aga tgg gag ccg tac tgg ccc ccc gac ttc ega gac etc ttg 1584 
Leu Leu Arg Trp Glu Pro Tyr Trp Pro Pro Asp Phe Arg Asp Leu Leu 
490 495 500 

ggg ttc atg ctg ttc tac aaa gag gcc cet tat cag aat gtg aeg gag 1632 
Gly Phe Met Leu Phe Tyr Lys Glu Ala Pro Tyr Gin Asn Val Thr Glu 
505 510 515 

ttc gat ggg cag gat gcg tgt ggt tee aac agt tgg aeg gtg gta gac 1680 
Phe Asp Gly Gin Asp Ala Cys Gly Ser Asn Ser Trp Thr Val Val Asp 
520 525 530 
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att gac cca ccc ctg agg tec aac gac ccc aaa tea cag aac cac eca 1728 
He Asp Pro Pro Leu Arg Ser Asn Asp Pro Lys Ser Gin Asn His Pro 
535 540 545 

ggg tgg ctg atg egg ggt etc aag ccc tgg acc cag tat gee ate ttt 1776 
Gly Trp Leu Met Arg Gly Leu Lys Pro Trp Thr Gin Tyr Ala He Phe 
550 555 560 565 

gtg aag acc ctg gtc acc ttt teg gat gaa ege egg acc tat ggg gee 1824 
Val Lys Thr Leu Val Thr Phe Ser Asp Glu Arg Arg Thr Tyr Gly Ala 
570 575 580 

aag agt gac ate att tat gtc cag aca gat gee acc aac ccc tet gtg 1872 
Lys Ser Asp He He Tyr Val Gin Thr Asp Ala Thr Asn Pro Ser Val 
585 590 595 

ccc ctg gat cca ate tea gtg tct aac tea tea tec cag att att ctg 1920 
Pro Leu Asp Pro He Ser Val Ser Asn Ser Ser Ser Gin He He Leu 
600 605 610 

aag tgg aaa cca ccc tec gac ccc aat ggc aac ate acc cac tac ctg 1968 
Lys Trp Lys Pro Pro Ser Asp Pro Asn Gly Asn He Thr His Tyr Leu 
615 620 625 

gtt ttc tgg gag agg cag gcg gaa gac agt gag ctg ttc gag ctg gat 2016 
Val Phe Trp Glu Arg Gin Ala Glu Asp Ser Glu Leu Phe Glu Leu Asp 
630 635 640 645 

tat tge etc aaa ggg ctg aag ctg ccc teg agg ace tgg tet cca eca 2064 
Tyr Cys Leu Lys Gly Leu Lys Leu Pro Ser Arg Thr Trp Ser Pro Pro 
650 655 660 

ttc gag tct gaa gat tet cag aag cac aac cag agt gag tat gag gat 2112 
Phe Glu Ser Glu Asp Ser Gin Lys His Asn Gin Ser Glu Tyr Glu Asp 
665 670 675 
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teg gcc ggc gaa tgc tgc tec tgt eea aag aea gac tct eag ate ctg 2160 
Ser Ala Gly Glu Cys Cys Ser Cys Pro Lys Thr Asp Ser Gin He Leu 
680 685 690 

aag gag ctg gag gag tee teg ttt agg aag aeg ttt gag gat tac ctg 2208 
Lys Glu Leu Glu Glu Ser Ser Phe Arg Lys Thr Phe Glu Asp Tyr Leu 
695 700 705 

cac aac gtg gtt ttc gtc eec aga aaa ace tct tea ggc act ggt gee 2256 
His Asn Val Val Phe Val Pro Arg Lys Thr Ser Ser Gly Thr Gly Ala 
710 715 720 725 

gag gac cot agg cca tct egg aaa cgc agg tec ett ggc gat gtt ggg 2304 
Glu Asp Pro Arg Pro Ser Arg Lys Arg Arg Ser Leu Gly Asp Val Gly 
730 735 740 

aat gtg aeg gtg gcc gtg ccc aeg gtg gca get ttc ccc aac act tee 2352 
Asn Val Thr Val Ala Val Pro Thr Val Ala Ala Phe Pro Asn Thr Ser 
745 750 755 

teg ace age gtg ccc aeg agt ccg gag gag cac agg cct ttt gag aag 2400 
Ser Thr Ser Val Pro Thr Ser Pro Glu Glu His Arg Pro Phe Glu Lys 
760 765 770 

gtg gtg aac aag gag teg ctg gtc ate tec ggc ttg cga cac ttc aeg 2448 
Val Val Asn Lys Glu Ser Leu Val He Ser Gly Leu Arg His Phe Thr 
775 780 785 

ggc tat cgc ate gag ctg eag get tgc aac eag gac ace cct gag gaa 2496 
Gly Tyr Arg lie Glu Leu Gin Ala Cys Asn Gin Asp Thr Pro Glu Glu 
790 795 800 805 

egg tgc agt gtg gea gcc tac gtc agt gcg agg ace atg cct gaa gcc 2544 
Arg Cys Ser Val Ala Ala Tyr Val Ser Ala Arg Thr Met Pro Glu Ala 
810 815 820 
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aag get gat gac att gtt ggc cct gtg acg cat gaa ate ttt gag aac 2592 

Lys Ala Asp Asp He Val Gly Pro Val Thr His Glu He Phe Glu Asn 

825 830 835 

aac gte gtc cac ttg atg tgg cag gag ceg aag gag ecc aat ggt ctg 2640 
Asn Val Val His Leu Met Trp Gin Glu Pro Lys Glu Pro Asn Gly Leu 
840 845 850 

ate gtg ctg tat gaa gtg agt tat egg ega tat ggt gat gag gag etg 2688 
He Val Leu Tyr Glu Val Ser Tyr Arg Arg Tyr Gly Asp Glu Glu Leu 
855 860 865 

cat etc tgc gtc tec cgc aag cac ttc get ctg gaa egg ggc tgc agg 2736 
His Leu Cys Val Ser Arg Lys His Phe Ala Leu Glu Arg Gly Cys Arg 
870 875 880 885 

ctg cgt ggg ctg tea ceg ggg aac tac age gtg ega ate egg gee ace 2784 
Leu Arg Gly Leu Ser Pro Gly Asn Tyr Ser Val Arg He Arg Ala Thr 
890 895 900 

tec ctt gcg ggc aac ggc tct tgg acg gaa ecc ace tat ttc tac gtg 2832 
Ser Leu Ala Gly Asn Gly Ser Trp Thr Glu Pro Thr Tyr Phe Tyr Val 
905 910 915 

aca gae tat tta gac gtc ceg tea aat 2859 
Thr Asp Tyr Leu Asp Val Pro Ser Asn 
920 925 



<210> 2 

<211> 953 

<212> PRT 

<213> Homo sapiens 



<400> 



2 
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Met Gly Thr Gly Gly Arg Arg Gly Ala Ala Ala Ala Pro Leu Leu Val 
-25 -20 -15 

Ala Val Ala Ala Leu Leu Leu Gly Ala Ala Gly His Leu Tyr Pro Gly 
-10 -5 -11 5 

Glu Val Cys Pro Gly Met Asp He Arg Asn Asn Leu Thr Arg Leu His 
10 15 20 

Glu Leu Glu Asn Cys Ser Val He Glu Gly His Leu Gin He Leu Leu 
25 30 35 

Met Phe Lys Thr Arg Pro Glu Asp Phe Arg Asp Leu Ser Phe Pro Lys 
40 45 50 

Leu He Met He Thr Asp Tyr Leu Leu Leu Phe Arg Val Tyr Gly Leu 
55 60 65 

Glu Ser Leu Lys Asp Leu Phe Pro Asn Leu Thr Val He Arg Gly Ser 
70 75 80 85 

Arg Leu Phe Phe Asn Tyr Ala Leu Val He Phe Glu Met Val His Leu 
90 95 100 

Lys Glu Leu Gly Leu Tyr Asn Leu Met Asn He Thr Arg Gly Ser Val 
105 110 115 

Arg He Glu Lys Asn Asn Glu Leu Cys Tyr Leu Ala Thr He Asp Trp 
120 125 130 



Ser Arg He Leu Asp Ser Val Glu Asp Asn His He Val Leu Asn Lys 
135 140 145 



Asp Asp Asn Glu Glu Cys Gly Asp He Cys Pro Gly Thr Ala Lys Gly 
150 155 160 165 



1 0/1 3 



Lys Thr Asn Cys Pro Ala Thr Val He Asn Gly Gin Phe Val Glu Arg 
170 175 180 

Cys Trp Thr His Ser His Cys Gin Lys Val Cys Pro Thr He Cys Lys 
185 190 195 

Ser His Gly Cys Thr Ala Glu Gly Leu Cys Cys His Ser Glu Cys Leu 
200 205 210 

Gly Asn Cys Ser Gin Pro Asp Asp Pro Thr Lys Cys Val Ala Cys Arg 
215 220 225 

Asn Phe Tyr Leu Asp Gly Arg Cys Val Glu Thr Cys Pro Pro Pro Tyr 
230 235 240 245 

Tyr His Phe Gin Asp Trp Arg Cys Val Asn Phe Ser Phe Cys Gin Asp 
250 255 260 

Leu His His Lys Cys Lys Asn Ser Arg Arg Gin Gly Cys His Gin Tyr 
265 270 275 

Val He His Asn Asn Lys Cys He Pro Glu Cys Pro Ser Gly Tyr Thr 
280 285 290 

Met Asn Ser Ser Asn Leu Leu Cys Thr Pro Cys Leu Gly Pro Cys Pro 
295 300 305 

Lys Val Cys His Leu Leu Glu Gly Glu Lys Thr He Asp Ser Val Thr 
310 315 320 325 

Ser Ala Gin Glu Leu Arg Gly Cys Thr Val He Asn Gly Ser Leu He 
330 335 340 

He Asn He Arg Gly Gly Asn Asn Leu Ala Ala Glu Leu Glu Ala Asn 
345 350 355 
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Leu Gly Leu He Glu Glu He Ser Gly Tyr Leu Lys He Arg Arg Ser 
360 365 370 

Tyr Ala Leu Val Ser Leu Ser Phe Phe Arg Lys Leu Arg Leu He Arg 
375 380 385 

Gly Glu Thr Leu Glu He Gly Asn Tyr Ser Phe Tyr Ala Leu Asp Asn 
390 395 400 405 

Gin Asn Leu Arg Gin Leu Trp Asp Trp Ser Lys His Asn Leu Thr Thr 
410 415 420 

Thr Gin Gly Lys Leu Phe Phe His Tyr Asn Pro Lys Leu Cys Leu Ser 
425 430 435 

Glu He His Lys Met Glu Glu Val Ser Gly Thr Lys Gly Arg Gin Glu 
440 445 450 



Arg Asn Asp He Ala Leu Lys Thr Asn Gly Asp Lys Ala Ser Cys Glu 
455 460 465 

Asn Glu Leu Leu Lys Phe Ser Tyr He Arg Thr Ser Phe Asp Lys He 
470 475 480 485 

Leu Leu Arg Trp Glu Pro Tyr Trp Pro Pro Asp Phe Arg Asp Leu Leu 
490 495 500 

Gly Phe Met Leu Phe Tyr Lys Glu Ala Pro Tyr Gin Asn Val Thr Glu 
505 510 515 

Phe Asp Gly Gin Asp Ala Cys Gly Ser Asn Ser Trp Thr Val Val Asp 
520 525 530 

He Asp Pro Pro Leu Arg Ser Asn Asp Pro Lys Ser Gin Asn His Pro 
535 540 545 
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Gly Trp Leu Met Arg Gly Leu Lys Pro Trp Thr Gin Tyr Ala He Phe 
550 555 560 565 

Val Lys Thr Leu Val Thr Phe Ser Asp Glu Arg Arg Thr Tyr Gly Ala 
570 575 580 

Lys Ser Asp He He Tyr Val Gin Thr Asp Ala Thr Asn Pro Ser Val 
585 590 595 

Pro Leu Asp Pro He Ser Val Ser Asn Ser Ser Ser Gin He He Leu 
600 605 610 

Lys Trp Lys Pro Pro Ser Asp Pro Asn Gly Asn He Thr His Tyr Leu 
615 620 625 

Val Phe Trp Glu Arg Gin Ala Glu Asp Ser Glu Leu Phe Glu Leu Asp 
630 635 640 645 

Tyr Cys Leu Lys Gly Leu Lys Leu Pro Ser Arg Thr Trp Ser Pro Pro 
650 655 660 

Phe Glu Ser Glu Asp Ser Gin Lys His Asn Gin Ser Glu Tyr Glu Asp 
665 670 675 

Ser Ala Gly Glu Cys Cys Ser Cys Pro Lys Thr Asp Ser Gin He Leu 
680 685 690 

Lys Glu Leu Glu Glu Ser Ser Phe Arg Lys Thr Phe Glu Asp Tyr Leu 
695 700 705 

His Asn Val Val Phe Val Pro Arg Lys Thr Ser Ser Gly Thr Gly Ala 
710 715 720 725 



Glu Asp Pro Arg Pro Ser Arg Lys Arg Arg Ser Leu Gly Asp Val Gly 
730 735 740 
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Asn Val Thr Val Ala Val Pro Thr Val Ala Ala Phe Pro Asn Thr Ser 
745 750 755 

Ser Thr Ser Val Pro Thr Ser Pro Glu Glu His Arg Pro Phe Glu Lys 
760 765 770 

Val Val Asn Lys Glu Ser Leu Val He Ser Gly Leu Arg His Phe Thr 
775 780 785 

Gly Tyr Arg He Glu Leu Gin Ala Cys Asn Gin Asp Thr Pro Glu Glu 
790 795 800 805 

Arg Cys Ser Val Ala Ala Tyr Val Ser Ala Arg Thr Met Pro Glu Ala 
810 815 820 

Lys Ala Asp Asp He Val Gly Pro Val Thr His Glu He Phe Glu Asn 
825 830 835 

Asn Val Val His Leu Met Trp Gin Glu Pro Lys Glu Pro Asn Gly Leu 
840 845 850 

He Val Leu Tyr Glu Val Ser Tyr Arg Arg Tyr Gly Asp Glu Glu Leu 
855 860 865 

His Leu Cys Val Ser Arg Lys His Phe Ala Leu Glu Arg Gly Cys Arg 
870 875 880 885 

Leu Arg Gly Leu Ser Pro Gly Asn Tyr Ser Val Arg He Arg Ala Thr 
890 895 900 

Ser Leu Ala Gly Asn Gly Ser Trp Thr Glu Pro Thr Tyr Phe Tyr Val 
905 910 915 



Thr Asp Tyr Leu Asp Val Pro Ser Asn 
920 925 



I 
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<110> Ebina, Yousuke 

Obata, Toshiyuki 
Okamoto, Eiji 



JC20ReaiP£r» 2 5 OCT 2009 



<120> METHODS FOR MEASURING THE INSULIN 
RECEPTOR ALPHA SUBUNIT 

<130> 082368-006600US 

<150> PCT/JP2004/005412 
<151> 2004-04-15 

<150> JP 2003-121955 
<151> 2003-04-25 

<150> JP 2003-433303 
<151> 2003-12-26 

<160> 2 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2859 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> sig_peptide 
<222> (1) . . . (81) 

<221> CDS 

<222> (1) . . . (2859) 

<221> mat_peptide 
<222> (82) . . . (926) 



<400> 1 

atg ggc acc ggg ggc egg egg ggg geg geg gee geg ceg etg etg gtg 
Met Gly Thr Gly Gly Arg Arg Gly Ala Ala Ala Ala Pro Leu Leu Val 
-25 -20 -15 



48 



geg gtg gcc geg etg eta etg gge gee geg gge eae etg tae ecc gga 
Ala Val Ala Ala Leu Leu Leu Gly Ala Ala Gly His Leu Tyr Pro Gly 
-10 -5 15 



96 



gag gtg tgt eee gge atg gat ate egg aae aae ete aet agg ttg eat 
Glu Val Cys Pro Gly Met Asp lie Arg Asn Asn Leu Thr Arg Leu His 
10 15 20 



144 



gag etg gag aat tgc tct gtc ate gaa gga cac ttg cag ata etc ttg 
Glu Leu Glu Asn Cys Ser Val lie Glu Gly His Leu Gin He Leu Leu 
25 30 35 



192 



atg ttc aaa aeg agg eee gaa gat tte cga gac ete agt tte eee aaa 
Met Phe Lys Thr Arg Pro Glu Asp Phe Arg Asp Leu Ser Phe Pro Lys 
40 45 50 



240 



1 



etc ate atg ate aet gat tac ttg etg etc ttc egg gte tat ggg etc 288 
Leu lie Met lie Thr Asp Tyr Leu Leu Leu Phe Arg Val Tyr Gly Leu 
55 60 65 

gag age etg aag gae etg ttc ccc aac etc acg gte ate egg gga tea 336 
Glu Ser Leu Lys Asp Leu Phe Pro Asn Leu Thr Val lie Arg Gly Ser 
70 75 80 85 

cga etg ttc ttt aac tac geg etg gte ate ttc gag atg gtt cac etc 384 
Arg Leu Phe Phe Asn Tyr Ala Leu Val lie Phe Glu Met Val His Leu 
90 95 100 

aag gaa etc ggc etc tac aac etg atg aac ate ace egg ggt tet gte 432 
Lys Glu Leu Gly Leu Tyr Asn Leu Met Asn lie Thr Arg Gly Ser Val 
105 110 115 

cge ate gag aag aac aat gag etc tgt tac ttg gee act ate gac tgg 4 80 
Arg lie Glu Lys Asn Asn Glu Leu Cys Tyr Leu Ala Thr lie Asp Trp 
120 125 130 

tee egt ate etg gat tec gtg gag gat aat cac ate gtg ttg aac aaa 528 
Ser Arg lie Leu Asp Ser Val Glu Asp Asn His lie Val Leu Asn Lys 
135 140 145 

gat gac aac gag gag tgt gga gac ate tgt ccg ggt ace gcg aag ggc 576 
Asp Asp Asn Glu Glu Cys Gly Asp lie Cys Pro Gly Thr Ala Lys Gly 
150 155 160 165 

aag acc aac tgc ccc gee acc gte ate aac ggg cag ttt gte gaa cga 624 
Lys Thr Asn Cys Pro Ala Thr Val lie Asn Gly Gin Phe Val Glu Arg 
170 175 180 

tgt tgg aet eat agt cac tgc cag aaa gtt tgc ccg acc ate tgt aag 672 
Cys Trp Thr His Ser His Cys Gin Lys Val Cys Pro Thr lie Cys Lys 
185 190 195 

tea cac ggc tgc ace gcc gaa ggc etc tgt tgc cac age gag tgc etg 720 
Ser His Gly Cys Thr Ala Glu Gly Leu Cys Cys His Ser Glu Cys Leu 
200 205 210 

ggc aac tgt tet cag ccc gac gac ccc acc aag tgc gtg gcc tgc cgc 7 68 
Gly Asn Cys Ser Gin Pro Asp Asp Pro Thr Lys Cys Val Ala Cys Arg 
215 220 225 

aac ttc tac etg gac ggc agg tgt gtg gag acc tgc ccg ccc ccg tac 816 
Asn Phe Tyr Leu Asp Gly Arg Cys Val Glu Thr Cys Pro Pro Pro Tyr 
230 235 240 245 

tac cac ttc cag gac tgg cgc tgt gtg aac ttc age ttc tgc cag gac 864 
Tyr His Phe Gin Asp Trp Arg Cys Val Asn Phe Ser Phe Cys Gin Asp 
250 255 260 

etg cac cac aaa tgc aag aac teg egg agg cag ggc tgc cac caa tac 912 
Leu His His Lys Cys Lys Asn Ser Arg Arg Gin Gly Cys His Gin Tyr 
265 270 275 

gte att cac aac aac aag tgc ate cct gag tgt ccc tec ggg tac acg 960 
Val lie His Asn Asn Lys Cys lie Pro Glu Cys Pro Ser Gly Tyr Thr 
280 285 290 

atg aat tec age aac ttg etg tgc acc cea tgc etg ggt ccc tgt ccc 1008 



2 



Met Asn Ser 
295 

aag gtg tgc 
Lys Val Cys 
310 

tct gcc cag 
Ser Ala Gin 



ate aac att 
lie Asn lie 



etc ggc etc 
Leu Gly Leu 
360 

tac get etg 
Tyr Ala Leu 
375 

gga gag ace 
Gly Glu Thr 
390 

cag aac eta 
Gin Asn Leu 



act cag ggg 
Thr Gin Gly 



gaa ate eae 
Glu lie His 
440 

aga aac gac 
Arg Asn Asp 
455 

aat gag tta 
Asn Glu Leu 
470 

ttg ctg aga 
Leu Leu Arg 



ggg ttc atg 
Gly Phe Met 



ttc gat ggg 
Phe Asp Gly 
520 

att gac cea 
lie Asp Pro 



Ser Asn Leu 



eae etc eta 
His Leu Leu 
315 

gag etc cga 
Glu Leu Arg 
330 

cga gga ggc 
Arg Gly Gly 
345 

att gaa gaa 
He Glu Glu 



gtg tea ctt 
Val Ser Leu 



ttg gaa att 
Leu Glu lie 
395 

agg cag etc 
Arg Gin Leu 
410 

aaa etc ttc 
Lys Leu Phe 
425 

aag atg gaa 
Lys Met Glu 



att gcc ctg 
He Ala Leu 



ctt aaa ttt 
Leu Lys Phe 
475 

tgg gag ceg 
Trp Glu Pro 
490 

etg ttc tac 
Leu Phe Tyr 
505 

cag gat geg 
Gin Asp Ala 



cec ctg agg 
Pro Leu Arg 



Leu Cys Thr 
300 

gaa ggc gag 
Glu Gly Glu 



gga tgc acc 
Gly Cys Thr 



aac aat ctg 
Asn Asn Leu 
350 

att tea ggg 
He Ser Gly 
365 

tec ttc ttc 
Ser Phe Phe 
380 

ggg aac tac 
Gly Asn Tyr 



tgg gac tgg 
Trp Asp Trp 



ttc cac tat 
Phe His Tyr 
430 

gaa gtt tea 
Glu Val Ser 
445 

aag acc aat 
Lys Thr Asn 
460 

tct tac att 
Ser Tyr He 



tac tgg cec 
Tyr Trp Pro 



aaa gag gcc 
Lys Glu Ala 
510 

tgt ggt tec 
Cys Gly Ser 

525 

tec aac gac 
Ser Asn Asp 



Pro Cys Leu 
305 

aag ace ate 
Lys Thr He 
320 

gtc ate aac 
Val He Asn 
335 

gca get gag 
Ala Ala Glu 



tat eta aaa 
Tyr Leu Lys 



egg aag tta 
Arg Lys Leu 
385 

tee ttc tat 
Ser Phe Tyr 
400 

age aaa cac 
Ser Lys His 
415 

aac cec aaa 
Asn Pro Lys 



gga acc aag 
Gly Thr Lys 



ggg gac aag 
Gly Asp Lys 
4 65 

egg aca tct 
Arg Thr Ser 
480 

cec gac ttc 
Pro Asp Phe 
495 

ect tat cag 
Pro Tyr Gin 



aac agt tgg 
Asn Ser Trp 



cec aaa tea 
Pro Lys Ser 



Gly Pro Cys 



gac teg gtg 
Asp Ser Val 



ggg agt etg 
Gly Ser Leu 
340 

eta gaa gcc 
Leu Glu Ala 
355 

ate cgc cga 
He Arg Arg 
370 

cgt ctg att 
Arg Leu He 



gcc ttg gac 
Ala Leu Asp 



aac etc ace 
Asn Leu Thr 
420 

etc tgc ttg 
Leu Cys Leu 
435 

cgc cag 
Gly Arg Gin 
450 

gca tec tgt 
Ala Ser Cys 



ttt gac aag 
Phe Asp Lys 



cga gac etc 
Arg Asp Leu 
500 

aat gtg aeg 
Asn Val Thr 
515 

acg gtg gta 
Thr Val Val 
530 

cag aac cac 
Gin Asn His 



Pro 



aeg 1056 

Thr 

325 

ate 1104 
He 



aac 1152 
Asn 



tee 1200 
Ser 



cga 1248 
Arg 



aac 1296 

Asn 

405 

acc 1344 
Thr 



tea 1392 
Ser 



gag 1440 
Glu 



gaa 1488 
Glu 



ate 1536 

He 

485 

ttg 1584 
Leu 



gag 1632 
Glu 



gac 1680 
Asp 



cea 1728 
Pro 



3 



535 540 545 

ggg tgg ctg atg egg ggt etc aag ccc tgg acc cag tat gee ate ttt 1776 
Gly Trp Leu Met Arg Gly Leu Lys Pro Trp Thr Gin Tyr Ala lie Phe 
550 555 560 565 

gtg aag ace ctg gtc acc ttt teg gat gaa cgc egg acc tat ggg gee 1824 
Val Lys Thr Leu Val Thr Phe Ser Asp Glu Arg Arg Thr Tyr Gly Ala 
570 575 580 

aag agt gae ate att tat gtc cag aca gat gee acc aac ccc tct gtg 1872 
Lys Ser Asp lie lie Tyr Val Gin Thr Asp Ala Thr Asn Pro Ser Val 
585 590 595 

ccc ctg gat cca ate tea gtg tct aac tea tea tec cag att att ctg 1920 
Pro Leu Asp Pro lie Ser Val Ser Asn Ser Ser Ser Gin lie lie Leu 
600 605 610 

aag tgg aaa cca ccc tec gae ccc aat ggc aac ate ace cac tac ctg 1968 
Lys Trp Lys Pro Pro Ser Asp Pro Asn Gly Asn lie Thr His Tyr Leu 

615 620 625 

gtt tte tgg gag agg cag gcg gaa gae agt gag ctg ttc gag ctg gat 2016 
Val Phe Trp Glu Arg Gin Ala Glu Asp Ser Glu Leu Phe Glu Leu Asp 
630 635 640 645 

tat tgc etc aaa ggg ctg aag ctg cee teg agg ace tgg tct cca cca 2064 
Tyr Cys Leu Lys Gly Leu Lys Leu Pro Ser Arg Thr Trp Ser Pro Pro 
650 655 660 

ttc gag tct gaa gat tct cag aag cac aac cag agt gag tat gag gat 2112 
Phe Glu Ser Glu Asp Ser Gin Lys His Asn Gin Ser Glu Tyr Glu Asp 
665 670 675 

teg gee ggc gaa tgc tgc tec tgt cca aag aca gae tct cag ate ctg 2160 
Ser Ala Gly Glu Cys Cys Ser Cys Pro Lys Thr Asp Ser Gin lie Leu 
680 685 690 

aag gag ctg gag gag tec teg ttt agg aag aeg ttt gag gat tac ctg 2208 
Lys Glu Leu Glu Glu Ser Ser Phe Arg Lys Thr Phe Glu Asp Tyr Leu 
695 700 705 

cac aac gtg gtt tte gtc ccc aga aaa acc tct tea ggc act ggt gee 2256 

His Asn Val Val Phe Val Pro Arg Lys Thr Ser Ser Gly Thr Gly Ala 
710 715 720 725 

gag gae cet agg cea tct egg aaa cgc agg tee ett ggc gat gtt ggg 2304 
Glu Asp Pro Arg Pro Ser Arg Lys Arg Arg Ser Leu Gly Asp Val Gly 
730 735 740 

aat gtg acg gtg gee gtg ccc aeg gtg gea get tte ccc aac act tec 2352 
Asn Val Thr Val Ala Val Pro Thr Val Ala Ala Phe Pro Asn Thr Ser 
745 750 755 

teg acc age gtg ccc acg agt ccg gag gag cac agg cct ttt gag aag 24 00 
Ser Thr Ser Val Pro Thr Ser Pro Glu Glu His Arg Pro Phe Glu Lys 
760 765 770 

gtg gtg aac aag gag teg ctg gtc ate tec ggc ttg ega cac tte acg 2448 
Val Val Asn Lys Glu Ser Leu Val lie Ser Gly Leu Arg His Phe Thr 



775 



780 



785 



ggc tat cgc ate gag ctg cag get tgc aac cag gac acc cct gag gaa 2496 
Gly Tyr Arg lie Glu Leu Gin Ala Cys Asn Gin Asp Thr Pro Glu Glu 
790 795 800 805 

egg tgc agt gtg gca gee tac gtc agt gcg agg acc atg cct gaa gcc 254 4 
Arg Cys Ser Val Ala Ala Tyr Val Ser Ala Arg Thr Met Pro Glu Ala 

810 815 820 

aag get gat gae att gtt ggc cct gtg aeg eat gaa ate ttt gag aac 2592 
Lys Ala Asp Asp lie Val Gly Pro Val Thr His Glu lie Phe Glu Asn 
825 830 835 

aac gte gte cac ttg atg tgg cag gag ccg aag gag ccc aat ggt ctg 2640 
Asri Val Val His Leu Met Trp Gin Glu Pro Lys Glu Pro Asn Gly Leu 
840 845 850 

ate gtg ctg tat gaa gtg agt tat egg ega tat ggt gat gag gag ctg 2688 
lie Val Leu Tyr Glu Val Ser Tyr Arg Arg Tyr Gly Asp Glu Glu Leu 
855 860 865 

cat etc tgc gtc tec cgc aag cac ttc get ctg gaa egg ggc tgc agg 2736 
His Leu Cys Val Ser Arg Lys His Phe Ala Leu Glu Arg Gly Cys Arg 
870 875 880 885 

ctg cgt ggg ctg tea ccg ggg aac tac age gtg ega ate egg gcc ace 2784 
Leu Arg Gly Leu Ser Pro Gly Asn Tyr Ser Val Arg lie Arg Ala Thr 
890 895 900 



tec ctt gcg ggc aac ggc tct tgg acg gaa ccc acc tat ttc tac gtg 2832 

Ser Leu Ala Gly Asn Gly Ser Trp Thr Glu Pro Thr Tyr Phe Tyr Val 

905 910 915 

aca gae tat tta gae gte ccg tea aat 2859 

Thr Asp Tyr Leu Asp Val Pro Ser Asn 

920 925 



<210> 2 
<211> 953 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> (1) . . . (27) 



<400> 2 



Met 


Gly 


Thr 


Gly 


Gly 


Arg 


Arg 


Gly 


Ala 


Ala 


Ala 


Ala 


Pro 


Leu 


Leu 


Val 






-25 










-20 










-15 








Ala 


Val 


Ala 


Ala 


Leu 


Leu 


Leu 


Gly 


Ala 


Ala 


Gly 


His 


Leu 


Tyr 


Pro 


Gly 




-10 










-5 










1 








5 


Glu 


Val 


Cys 


Pro 


Gly 


Met 


Asp 


He 


Arg 


Asn 


Asn 


Leu 


Thr 


Arg 


Leu 


His 










10 










15 










20 




Glu 


Leu 


Glu 


Asn 


Cys 


Ser 


Val 


He 


Glu 


Gly 


His 


Leu 


Gin 


He 


Leu 


Leu 








25 










30 










35 






Met 


Phe 


Lys 


Thr 


Arg 


Pro 


Glu 


Asp 


Phe 


Arg 


Asp 


Leu 


Ser 


Phe 


Pro 


Lys 






40 










45 










50 








Leu 


He 


Met 


He 


Thr 


Asp 


Tyr 


Leu 


Leu 


Leu 


Phe 


Arg 


Val 


Tyr 


Gly 


Leu 



5 











Glu 


Ser" 


Leu 


Lys 


70 








Zi T*rT 
r\l. y 


j-ieu 


tile 


IT 1 Itr 


Ly s 


Glu 


Leu 


Gly 








X U Q 


Arg 


He 


Glu 


Lys 






120 




O CI. 




J. xc? 


















_L U 


X O U 








±j y c> 


Thr 


Asn 


Cys 


Cys 


Trp 


i n j_ 


rlx S 








X o O 


Ser 


His 


Gly 


Cys 






200 




tjxy 


Asn 


Cys 


Ser 




Z X O 






Asn 


fne 


Tyr 


Leu 










Tyr 


nIS 


fne 


vjxn 




n X c> 


Hie: 
n X o 


Lys 








O c: 
Zoo 


Val 


He 


His 


Asn 






280 






Asn 


Seir 


Ser 




9 Q 
Z Z7 O 






Lys 


vax 


Cys 


nxs 


J 1 u 










riX a 


P 1 r» 

ijxn 


VjXU 




Asn 


X xe 


Arg 








/I 


Leu 


Gly 


Leu 


He 






360 




lyr 




Leu 


V a X 




"^7 R 






Lixy 


oXU 


1 nj_ 


Leu 










m n 


Asn 


JUC Ll 




1 nr 


ijxn 


vjxy 


Lys 








4 9 R 
fi ^ O 


Glu 


He 


His 


Lys 






440 




Arg 


Asn 


Asp 


X X e 




4 R R 
ft o o 








\J J. u 


J_i6U 


JLieu 










Leu 


Leu 


Arg 


irp 


Gly 


Phe 


Met 


Leu 








505 


Phe 


Asp 


Gly 


Gin 






520 




He 


Asp 


Pro 


Pro 




535 











60 




Asp 


Leu 


Phe 


Pro 




75 






Asn 


Tvr 
± y X 


Ala 


Leu 










Leu 


Tvr 


Asn 


Leu 


7\ o n 


7\ o n 
noil 


\J X Ll 


Leu 








125 


Asp 


Ser 


Val 


Glu 






140 




Glu 


Cys 


Gly 


Asp 




1 ss 






Pro 


Ala 


Thr 


Val 


17 0 








Ser 


His 


Cys 


Gin 


Thr 


Ala 


Glu 


Gly 










Gin 


Pro 


Asp 


Asp 






220 






Gly 




Cys 




zoo 






Asp 


i rp 


7\ -r~ ry 


^^ys 


9 R 0 
o u 










ijy s 


r\i:> 1 1 


O ciX 


Asn 


xjy o 


*^y o 


-L X C 










Asn 


Leu 


Leu 


Cys 






300 




Leu 


Leu 


r:i 11 

k3XU 


fZll \7 

oxy 




'^1 R 
J X o 






Leu 


Arg 


oxy 


L^ys 












ox y 


As n 


As n 


Glu 


Glu 


He 


Ser 










Ser 


Leu 


Ser 


Phe 






380 






X X c 


y 


Aon 




— J _? .J 






1 1 


XlC u 


irp 












Leu 


Phe 


Phe 


His 


Met 


Glu 


Glu 


Val 








4 4 R 

'i *i J 


Ala 


Leu 


Lys 


Thr 






4 60 




Lys 


Phe 


Ser 


Tvr 

i y X 




475 






Glu 


Pro 




X X|J 


4 QO 








Phe 


Tyr 


Lys 


Glu 


Asp 


Ala 


Cys 


Gly 








525 


Leu 


Arg 


Ser 


Asn 






540 





Asn 


Leu 


Thr 


Val 






PO 




V dX 


X xe 


IT lie 


Pin 
LjX U 












Asn 


X xe 


1 nr 


1 1 O 
X X 








L^ys 


Tyr 


Leu 


Axa 


Asp 


Asn 


n.xS 


T 1 <a 

xxe 








145 


He 


Cys 


Pro 


Gly 






1 fiO 

X O VJ 




X xe 


Asn 


Vjxy 


vjxn 




1 7 C. 
X / D 






Lys 


vax 


v^ys 


Pro 


1 QO 
X !7U 








Leu 


Cys 


Cys 


nXS 


Pro 


rp l_ -w- 

i nr 


Lys 


Cys 








225 


Val 


Glu 


Thr 


Cys 






9 ii 




vax 


Asn 


fne 


Ser 




9 c 
ZOO 






Arg 


Arg 


oxn 


tjXy 


OTA 








Pro 


CjXU 


Cys 


Pro 


inr 


Pro 


Cys 


Leu 








305 


Glu 


Lys 


Thr 


He 






'^90 
oz u 




rp V-» V* 

i nr 


vax 


X xe 


Asn 




o o o 






Leu 


/\xa 


AX a 


kjXU 


o o u 








Qj-Ly 


Tyr 


Leu 


Lys 


xrne 


Arg 


Lys 


Leu 








385 


Tyr 


Ser 


Phe 


Tyr 






4 00 

*i \J VJ 




Trp 


oer 


Lys 


iixs 




f4 xo 






Tyr 


Asn 


Pro 


Lys 


4 "^0 

*i O U 








Q ci v 


oxy 


1 fix 


Lys 


Asn 


fZl \7 

vjxy 


Asp 


Lys 








4 65 


He 


Arg 


Thr 


Ser 






480 




Pro 


Pro 


Asp 


Phe 




4 95 






Ala 


Pro 


Tyr 


Gin 


510 








Ser 


Asn 


Ser 


Trp 


Asp 


Pro 


Lys 


Ser 



545 



X Xcr 




yj X y 


C ci Y" 
0 ti X 








85 


Met 


Val 


His 


Leu 






1 00 

-L W Vy 




Arg 


1 \7 

VaXy 


oex 


VoX 




IIS 

X X «J 






1 IlX 


xxe 


Asp 


irp 


1 ^0 
X o u 








vax 


Leu 


Asn 


Lys 


1 nr 


nxa 


Lys 


vjxy 








165 


Phe 


Val 


Glu 


Arg 






X 0 u 




1 nr 


xxe 


Cys 


Lys 




1 QS 
X 






Ser 


r* 1 n 
vjXU 


Cys 


Leu 


9 1 n 

Z X u 








vax 


AX a 


Cys 


Arg 


Pro 


Pro 


Pro 


Tyr 








245 


Phe 


Cys 


Gin 


Asp 






z 0 U 




Cys 


riXS 


(jXn 


Tyr 




97 c; 
z / O 






Ser 


(jXy 


Tyr 


inr 


9 QO 

z yu 








ijXy 


Pro 


Cys 


Pro 


Asp 


Ser 


vax 


inr 








325 


Gly 


Ser 


Leu 


He 






J fl U 




Leu 


VjXU 


Axa 


Asn 




T R 
000 






xxe 


Arg 


Arg 


Ser 


^ / u 








Arg 


Leu 


xxe 


Arg 


Axa 


Leu 


Asp 


Asn 








405 


Asn 


Leu 


Thr 


Thr 






4 90 




Leu 


Cys 


Leu 


Ser 




4 35 






1 \7 
V3X y 


Arg 


Ljxn 


r* 1 n 
oXU 


4 c:n 
fi ou 








r\± a 


Ser 


v_*y s 


LdX U 


Irllc 




Lys 


T 1 0 
xxe 








» 0 CI 

4 0 o 


Arg 


Asp 


Leu 


Leu 






500 




Asn 


Val 


Thr 


Glu 




515 






Thr 


Val 


Val 


Asp 


530 








Gin 


Asn 


His 


Pro 



6 



Gly 


1 rp 




Met 


Arg 


Gly 


Leu 


Lys 


Pro 


X xp 


Th-r 

X 1 iX 


f;i n 

OXii 


xyx 


Ala 


He 


Phe 


550 










555 




















565 


Val 


Lys 


Thr 


Leu 


Val 


Thr 


Phe 


Ser 


Asp 


Glu 


Arg 


Arg 


Thr 


Tvr 

X y i 


Glv 


Ala 










570 










575 










580 










lie 


lie 


±yx 


Val 


Gin 


Thr 


Asp 


Ala 


Thr* 

X IIX 


Asn 


Pro 


Ser 


Val 








585 










590 










•J ^ -J 






Pro 


Leu 


Asp 


Pro 


lie 


Ser 


Val 


Ser 


Asn 


Ser 


Ser 


Ser 


Gin 


He 


He 


Leu 






vJ V/ V 










605 










0 X 








Ly s 




Lys 


Pro 


Pro 


Ser 


Asp 


Pro 


Asn 


Gly Asn 


X X c 


Thr 


His 


1 yx 


Leu 




i 










620 




















Val 


Phe 




Glu 


Arg 


Gin 


Ala 


Glu 


Asp 


ber 


oXU 


Leu 


Phe 


Glu 


Leu 


Asp 


630 










635 




















64 5 








Xl o 


VJX 


XjC u 


T .\/ Q 
Xjy & 


Leu 


Pro 


Ser 


Arg 


X IIX 


irp 


OCX 


XT X 












O '■J VJ 










oDo 










\J\J\J 










v3X U 


A c:r^ 
rlop 


OC7X 


OXil 


Xiy o 


Hie; 

O X o 


Asn 


uxn 


OcrX 


m n 

ox Li 


i yr 


ox u 




















670 










fi7 






Ser 


Ala 


Gly 


Glu 


Cys 


Cys 


Ser 


Cys 


Pro 


Lys 


inr 


Asp 


Ser 


Gin 


He 


Leu 






DO w 










^;ft R 










690 








Lys 


\3X Li 


Leu 


VjX U 


oX Ll 


OCX 


Q O T" 

Oct X 


xriic 


A vrr 
/T.X y 


Lys 


inr 


tilt; 


Glu 


Asp 


i yr 


Leu 




Q S 
D sj 










7 nn 










70 ^ 










Hie: 

n X o 


Zi c n 


V d X 


V d X 




V dX 


IT X W 


A ■K'rT 

r\±. y 


Lys 


Thr 


Ser 


Q /-^ V 
OCX 


Gly 


Thr 


ox y 


AT ^* 
/-vxd 












71 R 

f X J 










*7 0 r» 










7 9 R 


k7 J- U 


Asp 


IT X 




irX 


OoX 


A m 
nX ^ 


Lys 


/^x y 


Arg 


Ser 


Leu 


Gly Asp 


V dX 


ox y 










7 "^0 










•70 c: 










7 4 n 




noil 


V Ct J. 


X 1 IX 


V ct X 


A 1 ^ 


V dX 


IT X 


X 1 IX 


V dX 


TV 1 -» 

Ala 


Ala 


PHo 


Pro 


Asn 


X ilX 


OCX 








/ID 










7 Rfl 










755 








Th r- 
X iix 


o ^x 


V ct X 


XT S.\J 


X lIX 


OcsX 


irx 


ox IX 


Cj±U 


His 


Arg 


Pro 


Phe 


ox u 


Lys 






7 f^n 










7 fi^ 
/ DO 










770 








V d X 


V ct J. 




j_iy s 


fill! 
V3X Ui 


Oct X 


Leu 


V d X 


X X c 


ber 


(jly 


Leu 


Arg 


His 


IT 1 IC 


X IIX 




77 R 
f f D 










7 p n 










7 ft R 










vjx y 


i yr 


rtX y 


X X 


V? X U 


Leu 


O X 1 1 


A 1 
r\J- d 


^y C3 


Asn 


CjXn 


A c:t~* 
/-iiap 


Thr 


Pro 


0 X LI 


ox LI 












7 










ft no 

0 U VJ 










ft n 

0 u ^ 




Cys 


Ser 


Val 


Ala 


Ala 


X yx 


Val 


Ser 


Ala 


Arg 


Thr 


Met 


Pro 


Glu 


Ala 










ft 1 n 

O X l,^ 










815 










ft 9n 

0 ^ VJ 






Ala 






T 

X xcs 


Val 


wX 


Pro 


Val 


Thr 


His 


ox LI 


He 


Phe 


ox u 


A cirv 

AO 11 








ft 9 R 
O ^ 










ft "^n 
o o u 










835 








V a -L 


Val 


His 


Leu 




1 rp 


Gin 


ox u 


Pro 


Lys 


m 11 

ox ct 


Pro 


Asn 


ox jf 


T .011 
XjC u 






O rl W 










ft 4 •=» 

O ri J 










850 








Tl f» 


V ct -L 




Tvr* 
1 yx 


ox u 


V d X 


OCX 


lyr 


/^x y 


Arg 


Tyr 


ox 


Asp 


Glu 


ox u 


T.on 
XjC lx 




ft 










ft fiO 










ft 










His 


Leu 


Cys 


Val 


Ser 


Arg 


Lys 


His 


Phe 


Ala 


Leu 


Glu 


Arg 


Gly 


Cys 


Arg 


870 










875 










880 










885 


Leu 


Arg 


Gly 


Leu 


Ser 


Pro 


Gly 


Asn 


Tyr 


Ser 


Val 


Arg 


He 


Arg 


Ala 


Thr 










890 










895 










900 




Ser 


Leu 


Ala 


Gly 


Asn 


Gly 


Ser 


Trp 


Thr 


Glu 


Pro 


Thr 


Tyr 


Phe 


Tyr 


Val 








905 










910 










915 






Thr 


Asp 


Tyr 


Leu 


Asp 


Val 


Pro 


Ser 


Asn 

















920 925 



7 



